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January 19 -1:30-6:00 pm
1:30-1:40 pm - Introduction

1:40-2:20 pm - Alfred Galik (Austrian Archaeological Institute)(remote)
Comparability and reliability of biogenic data: excavation, identification, and
quantification methods

2:20-2:00 pm - G. Carenti, A, Had jikoumis, M, Fabre, P, Garberi, A, Pasqualini, L.
Gourichon, T. Theodoropoulou (UMR 7264, CEPAM, CNRS-UniCA)

Counting sheep, fish, and shells: methodological challenges in integrating large-
scale terrestrial and aquatic faunal datasets

3:00-3:20 pm - Coffee break

3:20-4:00 pm - Sandrine Grouard (UMR 7209, BioArch, CNRS - MNHN)(remote)

How can we count and interpret the very high tropical archaeological animal
biodiversity (insular, coastal, and forest environments) of Latin
America?

4:00-4:40 pm - David Orton (University of York, GB)
Resolution, research bias, and detection filters: challenges of  Iinferring
commensal  ecology from zooarchaeological data

4:40-5:20 pm - Allowen Evin (INSEM-CNRS) (remote)
Tracing the transformation of domestic species over time: at the interface of
archaeological, archaeozoological, biological and palaeoenvironmental data

5:20-6:00 pm - Rémi Berthon (UMR 7209, BioArch, CNRS - MNHN)
The contribution of multivariate analyses to exploring the variability of
assemblages documented by different types of data

January 20 - 9:00 am - 1:00 pm

9:00-9:40 am - Claire Delhon (UMR 7264, CEPAM, CNRS-UniCA)
How many pieces of charcoal are in a tree? How many trees are in the forest? How
many logs arein my fire?

9:40-10:20 am - Elysandre Puech (Inrap )(Remote)

Degree of taxonomic identification, stratigraphic resolution and reconstruction of
plant communities: a question of scale of analysis? Reflections on anthracological
Interpretations based on a case study in South Africa

10:20-10:40 am - Coffee break

10:40-11:20 am - Sara. Si-Moussi (LECA - CNRS-UGA)
Integrated models for the spatial modelling of biodiversity

11:20-12:00 am - Natacha Nickolic (CRBE-Aquaeco - INRAE)

Comparison of ancient and modern DNA: exploring the similarities and differences
between ancient and modern DNA, and the advantages of combining different types of
samples

12:00-12:40 am - Frédérique Bertoncello (UMR 7264, CEPAM, CNRS-UniCA)
Feedback on the comparative and diachronic analysis of settlement dynamics

12:40-1:00 pm - Discussion

Contact: Melanie Fabre: melanie.e.fabre@cnrs.fr
With the collaboration of Gabriele Carenti, Angelos Hadjkoumis, Pauline Garberi, Antoine Pasqualini,
Lionel Gourichon and Tatiana Theodoroupoul
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